The nucleotide sequence of a 2,146 bp portion of the Anacystis nidulans (Synechococcus PCC6301) genome has been determined. This region contains an open reading frame (ORF) of 392 codons, whose predicted protein sequence shows partial homology to those of E. coli phoM and envZ. Hence ORF392 is suggested to be a sensory kinase gene in cyanobacteria.
During the course of study on the psbK gene encoding a low molecular-mass polypeptide of the photosystem II complex in the cyanobacterium, Anacystis nidulans (Synechococcus PCC6301), 1 we found an open reading frame of 392 codons (ORF392) located about 1.5 kbp upstream from psbK ( Fig. 1) . A homology search revealed that the predicated amino acid sequence of ORF392 is similar to those of E. coli phoM 2 and envZ, 3 as shown in Fig. 2 .
The phoM gene (474 codons) is one of the positive regulatory genes for the phosphate regulon of E. coli, 2 , and the envZ gene (450 codons) is known to be responsive for the regulation of osmolarity-sensitive expression of genes for the major outer membrane proteins. 3 Both gene products belong to the family of sensory kinases in bacterial tow-component regulatory systems and function as a sensor for environmental change. 4 Recently, a couple of genes encoding components of the two-component regulatory systems have been found in cyanobacteria. 5 ' 6 However, ORF392 is different in sequence from those genes, suggesting that ORF392 is an additional sensory kinase gene in cyanobacteria. 
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